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NHEJ 
assays
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WRN

Spectral karyotype of Werner syndrome fibroblasts

Melcher et al., 2000 .Cytogenet Cell Genet

WRN is associated with DNA repair and chromosomal 
stability

Crabbe et al., 2007 PNAS
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Question: Does increased alt-NHEJ activity induces telomere fusions in 
the absence of WRN?
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